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Shuwei Li 
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POSITION TITLE 
Graduate 

EDUCATION/TRAINING  (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.) 

INSTITUTION AND LOCATION DEGREE 
(if applicable) YEAR(s) FIELD OF STUDY 

Sichuan University, China B. Sc. 2004 Ecology 
Beijing Normal University, China M. Sc. 2007 Bioinformatics 
Rice University PhD student 3rd year Molecular Evolution 
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A. Honors 
Wray-Todd Graduate Fellowship, Rice University, 2008-2009 
Dean’s Fellowship, Rice University, 2007-2008 
Graduate Student Travel Award, Rice University, 2008 
Joe Davies Prize for outstanding teaching assistants, Rice University, 2008 
Excellent Graduate, Sichuan University, 2004 
Sichuan University Scholarship, 2000-2003 
Excellent Undergraduate, Sichuan University, 2000-2003 
Excellent Student Leader, Sichuan University, 2002  
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Biophysical Research communications 2007 360(3): 586-592 
3. Shih CH, Li SW, Park HJ, Nakhleh L, Kohn M. Gene-gene network interactions as predictors of intra-
chromosomal linkage disequilibrium in the human haplotype map. (Submitted) 
4. Li SW, Shih CH, Kohn M. Functional and evolutionary correlates of gene constellations in the Drosophila 
genome. (submitted) 


